The title molecule, C 12 H 12 FN 3 O 2 S, shows a short intramolecular SÁ Á ÁO contact of 2.682 (18) Å . The dihedral angle between the thiadiazole ring and the benzene ring is 86.82 (11) . In the crystal, N-HÁ Á ÁO and C-HÁ Á ÁO hydrogen bonds generate an R 2 1 (6) graph-set motif between adjacent molecules. Pairs of futher C-HÁ Á ÁO hydrogen bonds form inversion dimers with R 2 2 (8) ring motifs. These combine to generate a three-dimensional network and stack the molecules along the b axis.
Related literature
For biological applications of 1,3,4-thiadiazole derivatives, see: ; Kumar et al. (2012) ; Oruç et al. (2004) ; Kadi et al. (2007) ; Noolvi et al. (2011); ; Marganakop et al. (2012) . For a related structure, see: Zhang (2009). For graph-set notation, see: Bernstein et al. (1995) .
Experimental

Crystal data
C 12 H 12 FN 3 O 2 S M r = 281.31 Monoclinic, P2 1 =c a = 9.5061 (6) Å b = 11.2152 (7) Å c = 12.7752 (7) Table 1 Hydrogen-bond geometry (Å , ). of naturally occurring compounds and also pharmacologically potent molecules. These derivatives are known to exhibit a broad spectrum of activities including antiproliferative, antituberculosis, anti-inflammatory, anticancer and antimicrobial activities Kumar et al., 2012; Oruç et al., 2004; Kadi et al., 2007; Noolvi et al., 2011; Marganakop et al., 2012) .
The asymmetric unit of the structure of N- 3, -acetamide is shown in Fig. 1 and exhibits a short intramolecular S2···O3 contact of 2.682 (18) Å. The dihedral angle between the thiadiazole ring (S2/N6/N7/C14/C15) and the benzene ring (C8-C13) is 86.82 (11)°. In the structure, all bond lengths and angles are within normal ranges (Zhang, 2009 ).
In the crystal, the N5-H5···O4 and C17-H17A···O4 hydrogen bonds (Table 1) link adjacent molecules forming rings with an R 1 2 (6) graph-set motif (Bernstein et al., 1995) . The crystal structure is further stabilized by other intermolecular C -H···O hydrogen bonds, (Table 1) , that generate inversion dimers with R 2 2 (8) ring motifs. The overall crystal packing components generate a three-dimensional network, stacking molecules along the b axis, (Fig. 2) .
Experimental
A mixture of p-fluorobenzaldehyde (0.005 mole), and thiosemicarbazide (0.005 mole) was refluxed in ethanol (10 ml) and acetic acid (2 drops), after completion of the reaction the resulting pale yellow powder was filtered, dried and crystallized in ethanol to obtain (E)-1-(4-fluoro benzylidene)thiosemicarbazide, which was further heated at 80-90°C for about 4 hrs and the reaction mixture was cooled to room temperature and poured into ice cold water. The precipitate obtained was filtered off, washed with water, dried and purified by crystallization in aqueous alcohol (80%, v/v) 
Refinement
All H atoms were positioned at calculated positions, N-H = 0.86 Å, C-H = 0.93 Å for aromatic H, C-H = 0.98 Å for methine H and C-H = 0.96 Å for methyl H and refined using a riding model with U iso (H) = 1.5U eq (C) for methyl H and U iso (H) = 1.2U eq (C, N) for aromatic, methine and amide H.
Computing details
Data collection: SMART (Bruker, 2001 ); cell refinement: SAINT (Bruker, 2001 ); data reduction: SAINT (Bruker, 2001 ); 
Figure 1
The molecular structure of the title compound. Displacement ellipsoids are drawn at the 50% probability level. Hydrogen atoms are shown as spheres of arbitrary radius. ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
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